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The analysis of 3D in vitro cell culture is particularly relevant to the
study of epithelium carcinogenesis such as prostate cancer. The study of
multicellular structures in 3D as well as in time is increasingly important
both for developmental biology and phenotypic screening. High-throughput
cellular microscopy requires both automatic computer vision and statistical
analysis techniques. Segmentation and the identification of portions of the
image that are of interest is the first step in computer vision. We present
initial segmentation results for 3D stack cellular microscopy images using a
Markov random field. We show that a large amount of useful information is
lost when considering the max projection image compared to the 3D stack.
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